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Background: Antibiotic resistance is increasing worlwide, and
is associated with severe morbidity, mortality and increased
healthcare related costs. The frequency of extended spectrumbeta-
lactamase Enterobacteriaceae (ESBLE) is steadily increasing since
the early 1980s. In Cambodia there are only few data published on
the antimicrobial resistance even though antibiotics are not usu-
ally used appropriately in this country. The aim of this study is to
evaluate the extension of ESBLE for a seven-year period.
Methods & Materials: Phenotypic methods done by disk diffu-
sion are useful screen for detecting resistance proﬁles. The ESBLs
detection is performed according ti the French Society for Microbi-
ology guidelines, with the disk synergymethod: cefotaxim (30g),
ceftazidim (30g), cefepim (30g), aztreonam (30g) disks (Bio-
Rad) placed by an automatic disk dispenser on Mueller-Hinton
agar at a distance of 30mm, center to center, from an clavulanate
disk (ticarcillin-clavulanic acid 10g). The presence of ESBL was
inferred when the inhibition zone around any of the ﬁve antibiotic
disks was enhanced on the side of the disk containing clavulanic
acid, resulting in a characteristically shaped zone referred to as a
“champagne-cork” or “keyhole”. Suspicion of carbapenemase pro-
duction is based on the decrease of sensitivity to ertapenem, MIC
ertapenem ≥ 0,5mg/L or diameter < 28mm and/or if there is at
least one resistance to 3CG. Conﬁrmation is done by using molec-
ular biology kit using Real time PCR for detecting resistance genes:
KPC, NDM, VIM and OXA-48.
Results: E. coli etK. pneumoniae are themost frequently encoun-
tered Enterobacteriaceae (E. coli: 61.25% ; K. pneumoniae : 19.88%).
Phenotypic screening showed resistance to carbapenems for 21
strains with MICs for ertapenem > 0,5mg/L, but only 10 were
conﬁrmed producing carbapenemase: 9 strains producing NDM-
VIM, class B; 1 producing OXA-48, class D. ESBL enterobacteriaceae
essentially circulate in community, 100% of secreting strains car-
bapenemase come from hospitals.
Conclusion: Both emergence of ESBL E.coli in the community
and carbapenemases is a worrying phenomenom. For carbapen-
emase the most important risk is the secondary spread in the
community,making themimpossible tocontrol and leading to ther-
apeutic impasses. ESBL E.coli today represents a new type of faecal
peril.
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Background: Horizontal gene transfer is a common phe-
nomenon for the dissemination of antibiotic resistance within a
speciﬁc level. Acquisition of a resistant plasmid by a recipient
organism depends on the incompatibility types that encode the
resistance determinants. The present study characterizes incom-
patibility of resistant plasmids within enterobacteriaceae family
and their transmission dynamics.
Methods&Materials: A total of 177 consecutive, non duplicate,
gram negative enterobacteriaceae isolates were collected from
indoor and outdoor patients of a tertiary referral hospital of north
east India from a period of six months from September 2013 to
February 2014. All the isolates were screened for multidrug resis-
tant trait against beta lactam, aminoglycoside, quinolone group
of antibiotics. Plasmids were isolated from the isolates showing
multidrug resistance and subjected for transformation assay in dif-
ferent screenagar (gentamicin (0.25g/ml), ampicillin (100g/ml)
and ciproﬂoxacin (0.25g/ml)) containing plates. Transformants
were subjected for incompatibility determination by PCR based
replicon typing.
Results: All the number of 177 isolates multidrug resistance
against beta lactam, aminoglycoside and quinolones. Transfor-
mants of different resistant plasmids retained multidrug resistant
phenotype in 163 isolates. On PCR based incompatibility typing
it was found that F inc type was more predominant than other
inc types F (n=35), followed by N (n=16), L (n =16), K/B (n=15).
Among F types FIA (n=11), FIB (n =7), FIC (n =9), FrepB (n=8) was
characterized.
Conclusion: This was probably the ﬁrst study from this region
typing plasmids based on their resistance proﬁle. This study was
indicative of diverse source and acquisition of resistant plasmid
within hospital isolates in this region.
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